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repressor quaternary structure carboxy 
terminus 13843 
transport protein Streptococcus histidine 
residue 9150 
eeeeneas 22087 


lioside GM3 melanoma 


phage N protein Escherichia nusG 6012 

phage protein N transcription antitermi= 
nation 19418 

Lamin 

B carboxy terminus methylation 12116 

B phosphoprotein calcitriol monocyte 
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ectonucleotidase 9684 
a“ glycoprotein P mdr2 gene 


carbame phosphate synthetase degrdn 


carbamoyiphosphat synthetase ATP 
binding site 
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superoxide antichymotrypsin chymotrypsin 
complex 
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AT binding kappaB site lymphocyte 
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kappaB AP1 cytokine interleukin 8 
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NFG 
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protein Repeiee neurofilament 
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interleukin 2 receptor promoter helix 
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tumor necrosis factor protein kinase 2065 
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phospholipase assocn 21601 

protein kinase trk protooncogene 14604 
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Escherichia 14122 
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oxide g' h oh ite dehydroge= 
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rae muscle tetrahydrobiopterin 
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oxide synthase cytochrome reductase 
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oxide synthase redox site 20547 
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—_ nae sequence endothelium ox 
15274 
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molybdenum iron protein assembly Kleb= 
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bacter 20002 
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Nitrosylation 
irén contg protein heart allograft 10994 
Nitroxide 
metabolite lipoxygenase alkylhydroxyla= 
mine hydroxyurea deriv 9574 
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protein sequence Drosophila nervous 
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ferredoxin Azotobacter Pseudomonas 
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metab ion flux cardiomyocyte 15340 

probe selenium enzyme probe 22217 
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B MMTV virus transcription 14436 
Nodule 
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electron transfer protein enzyme 665 
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acyl CoA oxidase liver specificity 20065 
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inhibitor site reverse transcriptase 17526 
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organ crystallin 23337 
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expression Escherichia 


calcium chloride ! reas 
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orepinep 
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tubulin egg brain 18766 
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- HIV virus HeLa repressor 24948 
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protein cold shock yeast 16259 
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factor A2 DRA DR antigen gene 7677 
factor binding cytokine 1 ge 1864 
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factor interferon interleuki 


factor kappa B interleukin 1 15836 
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— sous tumor necrosis factor 
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localization signal kinase A subunit 
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binding site thymidine kinase virus 6584 
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diphosphate - structure Drosophila 
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—— inhibition SV40 virus replication 
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transcription review 2837 
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binding DNA polymerase conserved tyro= 
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binding gene malK protein 8863 
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carbovir enantiomer phosphorylation 
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-< “ome glucagon receptor 
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protein oriS oriL replication origin 17424 
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oe" sodium potassium ATPase 1150 
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platelet derived growth factor mitogenesis 
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histone H2B linker DNA 14622 
Octapeptide 

a intermediate peptidase 


platelet derived growth factor AA 1660 
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Octasaccharide 
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transcription factor mRNA splicing 
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gulonolactone oxidase gene mutation rat 
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— dehydrogenase subunit sequence 
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HeLa cell 1 
phosphorothioate a antisense Haras mRNA 
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blood _—— factor IX serine 17520 
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ration 6219 
1 tein fish 24287 
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abl retrovirus 
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cfos retinoate serum response element 
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— transformation protein kinase C 
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acid chelator manganese peroxidase Phan= 
erochaete 23688 

cation proton antiporter placenta 23632 
—- proton exchange protein kidney 
solvent site enzyme 2005 

—— transport i. swelling 
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adenine nucleotide translocator mammal 
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calcium microscopy 25568 
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Osteoarthritis 
aggrecan cleavage stromelysin human 
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Osteoblast 
betaglycan basic FGF 5927 
casein kinase 16588 

differentiation activin follistatin 4999 

differentiation transforming growth factor 
calcitriol 8943 

mitogenesis IGF binding protein 22467 

os tin mRNA processing 23847 
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tumor necrosis factor signal transduction 
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steroid reductase FSH 13348 
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Oxaloacetate 
decarboxylase sequence revision Klebsiella 
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acyl CoA import signal 14405 
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amino acid gene human cloning 18631 
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myces 

glucose phosphate dehydrogenase Leuco= 
nostoc iron 

Hb phospholipid membrane vesicle 
16703 


intermediate manganese c= 
endoperoxide synthase 1 

iron | iron protei 
7611 

low d lipoprotein macrophage recognition 
602 





A 


manganese Phanerochaete anese 
peroxidase mechanism 
metal amyloid precursor protein aggrega= 
tion 18210 
Oxidolanosterol 
hydroxymethylglutaryl CoA reductase 
posttranscriptional regulation 12647 
Oxidoreductase 
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tein 10897 


in 
helical filament tau protein phosphoryla= 
tion 
PAI1 
substrate tissue type plasminogen activa= 
tor 11693 
Palindrome 
operator tox gene metalloregulatory pro= 
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11865 


aspartic proteinase cDNA lysosome mos= 
quito 21823 

aspartyl asparaginyl beta hydroxylase 
cattle 14322 

ATP synthase epsilon subunit rat 22658 

— dependent protease human 


ATPase B subunit multiple form 3696 
— beta subunit mouse stomach 
ATPase isoform 3 cDNA rat 19683 
ATPase proteolipid component Saccharo= 
myces 6425 
ATPase subunit Bufo 16895 
ATPase subunit gene VPH1 yeast 14294 
auracyanin isoform Chloroflexus 6531 
—_ ws in general isoform human 
beta subunit L calcium channel 1792 
beta tropomyosin cDNA mouse 12004 
rter kidney 649 
idney liver -_ 
bon hoglycerate independent oo 
lycerate mutase maize 
BLase gene Bacillus 23782 
ood coagulation factor V cattle 2971 
es operon PCB degrdn Pseudomonas 


Bufo lipocalin 23170 
C reactive protein rat 2947 
— binding neurocalcin cattle brain 


calcium channel isoform cDNA human 
— transporting ATPase mRNA 
— assocd protein CAP50 lung 


calmodulin dependent phosphodiesterase 
isoenzyme rat 18685 

calmodulin stimulated ar phosphodi= 
esterase brain 18676 

calpastatin heterogeneity human 8437 

calreticulin gene promoter human 2557 

caltrin seminal vesicle rat mouse 20909 

cAMP phosphodiesterase cDNA rat 


bohyd bind: p33 

car' rate binding protein p41 
20536 

co acid protein scale bone 


ap om ge ‘ acetyl CoA 
carboxylase 1 

cartilage a cite protein 22346 

cathepsin E gastricin guinea pig 16450 

cathepsin E gene stomach human 1609 

cathepsin S lung macrophage 7258 

cDNA abscisate inducible protein alfalfa 


15367 
cDNA beta arrestin rat 17882 
cDNA cathepsin S rat 26038 
cDNA tallin rat 23337 
cDNA elIF 4F subunit wheat 23232 
= granzyme mRNA splicing mouse 


cDNA eo oreaee dehydrogenase pig 
testis 13451 
cDNA neurofilament kinase cattle brain 


25922 
— proton ATPase form Nicotiana 
1 


ar - pyrroline carboxylate reductase 

871 

cDNA squalene synthase rat liver 21368 
26198 


cDNA succinate dehydrogenase flavopro= 
tein ox 11 

cDNA Xenopus estrogen protein liver 
7053 


CD3 antigen theta subunit 26023 
chemotactic cytokine mouse $100 protein 


7499 
CheW protein Bacillus chemotaxis 12055 
chicken lumican cDNA proteoglycan fami= 


ly 347 
ChIMP3 metalloproteinase inhibitor cDNA 
chicken 17321 
chitinase A B cDNA corn 6635 
chitinase acidic class I yam 19944 
chitobiase cDNA cattle rat human 19607 
choline kinase 10156 
Ch21 protein chicken embryo 2979 
—— stimulation factor cDNA human 
23471 


cloning AMP deaminase cDNA human 





22407 
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